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SEQ ID NO: 1 

ATCATCTATATGTTA&ATATCCGTGCCGATCTGTCTTGAAGGAGAAAT 
ATATCGCTTGTTTTGTTTTTTATAGTATACAAAAGGAGTGAAAAGCCA 
AGAGGACGAAGTCTTTTTCTTTTTCTTCTGTGGGAGAACTTAATGCTG 
C ATT T AT CGTT AAC CT AA.CAC C C CAACAT AAAGACAAAA3GAAGAAAA 
GGAGGAAGGAAGGAAAAGGTGATTCGCGAZYGAGAGTGATCATGTCAGG 
GCGGCCCAGAACCACCTCCTTTGCGGAGAGCTGCAAGCCGGTGCAGCA 
GCCTTCAGCTTTTGGCAGCATGAAAGTTAGCAGAGACAAGGACGGCAG 
CAAGGTGACAACAGTGGTGGCAACT C CTGGGCAGGGTCCAGACAGGC C 
ACAAGAAGTCAGCTATACAGACACTAAAGTGATTGGAAATGGATCATT 
TGGTGTGGTATATCAAGCCAAACTTTGTGATTCAGGAGAACTGGTCGC 
CAT C AAGAAAGTATTGCAGGAC AAGAGATTTAAGAAT CGAGAG CT C CA 
GATCATGAGAAAGCTAGATCACTGTAACATAGTCCGATTGCGTTATTT 
CTTCTACTCCAGTGGTGAGAAGAAAGATGAGGTCTATCTTAATCTGGT 
GCTGGACTATGTTCCGGAAACAGTATACAGAGTTGCCAGACACTATAG 
TCGAGCCAAACAGACGCTCCCTGTGATTTATGTCAAGTTGTATATGTA 
TCAGCTGTTCCGAAGTTTAGCCTATATCCATTCCTTTGGAATCTGCCA 
TCGGGATATTAAACCGCAGAACCTCTTGTTGGATCCTGATACTGCTGT 
ATTAAAACTCTGTGACTTTGGAAGTGCAAAGCAGCTGGTCCGAGGAGA 

AC C C AATGTTT CGT ATAT CTGTT CT CGGT ACT ATAGGG C AC CAGAGTT 
GATCTTTGGAGCCACTGATTATACCTCTAGTATAGATGTATGGTCTGC 
TGGCTGTGTGTTGGCTGAGCTGTTACTAGGACAACCAATATTTCCAGG 
GGATAGTGGTGTGGATCAGTTGGTAGAAATAATCAAGGTCCTGGGAAC 
T C C AAC AAGGGAGCAAAT CAGAGAAA.TGAAC C CAAA.CTACACAGAATT 
TAAATT CCCT CAAATTAAGGCACAT CCTTGGACTAAGGATT CGTCAGG 

4 

AACAGGACATTTCACCTCAGGAGTGCGGGTCTTCCGACCCCGAACTCC 
ACCGGAGGCAATTGCACTGTGTAGCCGTCTGCTGGAGTATACACCAAC 
TGCCCGACTAACACCACTGGAAGCTTGTGCACATTCATTTTTTGATGA 
ATTACGGGACCCA?\ATGTCAA?lCTACCAAATGGGCGAGACACACCTGC 
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ACTCTTCAACTTCACCACTCAAGAACTGTCAAGTAATCCACCTCTGGC 
TACCATGCTTATTCCTCCTCATGCTCGGATTCAAGCAGCTGCTTCAAC 
CCCCACAAATGCCACAGCAGCGTCAGATGCTAATACTGGAGACCGTGG 
ACAGAC CAATAATGCTGCTTCTGCATCAGCTT CCAACT CCAC CTGAAC 
AGTCCCGAGCAGCCAGCTGCACAGGAAAAACCACCAGTTACTTGAGTG 
TCACTCAGCAACACTGGTCACGTTTGGAAAGAATATTAAAAAAAAAAA 
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Fig. 2 

SEQ ID NO: 2 

MSGRPRTTSFAESCKPVQQPSAFGSMKVSRDKDGSKVTTWATPGQGP 

♦ 

DRPQEVSYTDTKVIGNGSFGWYQAKLCDSGELVAIKKVLQDKRFKNR 
ELQIMRKLDHCNIVRLRYFFYSSGEKKDEVYLNLVLDYVPETVYRVAR 
HYSRAKQTL P VI YVKL YMYQLFRS LAY I HS FGI CHRD I KPQNLLLD PD 
TAVLKL CD FGS AKQL VRGE PNVS Y I CSRYYRAPEL I FGATDYTSS IDV 
WSAGCVLAELLLGQP I FPGDSGVDQLVE I I KVLGTPTREQI REMNPNY 
TEFKFPQIKAHPWTKDSSGTGHFTSGVRVFRPRTPPEAIALCSRLLEY 
TPTARLTPLEACAHSFFDELRDPNVKLPNGRDTPALFNFTTQELSSNP 
PLAT I L I P PHARI QAAAST PTNATAASDANTGDRGQTNNAASASASNS 
T 

Fig. 3 

SEQ ID NO: 3 

5 1 - TTCCAGGGGATAGTGGTGTG - 3 1 
Fig. 4 

SEQ ID NO: 4 

5 ' - TTTGCTCCCTTGTTGGAGTT - 3 1 
Fig. 5 



SEQ ID NO: 5 

5 ' - TCAGTTGGTAGAAATAATCAAGGTCCTGGG- 3 1 



